C. In vivo Screening 

Compounds identified as potential lead compounds using the methods above are 
screened using the mouse model of prostate cancer described in Example 2. Preferred 
compounds are those that prevent or reduce prostate tumors in the mouse model. 

All publications and patents mentioned in the above specification are herein 
incorporated by reference. Various modifications and variations of the described method 
and system of the invention will be apparent to those skilled in the art without departing 
from the scope and spirit of the invention. Although the invention has been described in 
connection with specific preferred embodiments, it should be understood that the 
invention as claimed should not be unduly limited to such specific embodiments. Indeed, 
various modifications of the described modes for carrying out the invention that are 
obvious to those skilled in the relevant fields are intended to be within the scope of the 
following claims. 
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<222> (4522) . . (4522) 

<223> The nucleotide n n" can be either a,t,c, or g 
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aacagcgata 


tagcaagcta 
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gaatgeagag 
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ggccagacaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
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! J 




4- 4-/-y^4- 4-4-rrof- 

c cggc cxgc l 


acccttagta 


L Luau UdC Ld 


si 




agatgcttgg 


agcaatcaga 


acttcaggtg 


I: 




fYP* 4— — J /— 1 ^ 4— (^» -3 y— f 


ppj-f p* a a pra a 
llL LLddydd 


l ccty cicty acta 


ru 




— i 4— /-i ^i /— i — i —j — \ f~i t~i 

dLCCCaacigC 


daggdgdLCd 


4-4-4- ptpt arrpt* p 

c 1 1 y y dy cue 




35 


ccagcggctc 
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tctttatcta 


tagcaactca 


ttggtggtag 






gggcggccgc 


tcgagcatgc 


nntagagggc 
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<211> 1475 

<212> PRT 

<213> Homo sapiens 



50 <220> 

<221> misc_f eature 

<222> (1472) . . (1472) 

<223> The amino acid "X" can be 
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<400> 2 



ccatagcgac accctttctg tttggaccca 3360 

ttgggttttt tggttttgtt tttttttttt 3420 

agggcacacc cctggggctg agtctccagg 3480 

tgctgcccag gcctctcggt gctccatctc 3540 

ccagtccatg ctccagggtc aggeggaget 3600 

aggagagtga gtgcctttcc ctcctaaagc 3 660 

ttacaaggga gaagacaaca gaaagaggga 372 0 

acgaggctca aaaacttgat cacatgettg 3780 

tccctgccgg aatgaactgt ccgtgaatgg 3 84 0 

cagagaegga gtgtgggagt gattcccaac 390 0 

tcttgaatag gaagatcgtt ccaccttcta 3 960 

aattgctccc atcagggaag aaccctatac 4 020 

acctccctta agcagcaaca gectacaaag 4080 

tgactctagc aaagctcatc tttctgcccg 4140 

ggccaaggtg ctggactgtt actgacttgg 42 0 0 

ttgggtcaga gaaaatgaga aaggacagag 4260 

ccccaggctc tcgctgccct gtggacagga 432 0 

agggatgggc agcccaacag cacttttcct 43 8 0 

cttctgatct tgggaaaaca gcgtcttcct 444 0 

ccatcaagca etteggaatt cctgcagccc 4500 

ccta 4534 



any amino acid 
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Met Asp Arg Met Ala Ser Ser Met Lys Gin Val Pro Asn Pro Leu Pro 
1 -■ - 5 1Q 15 



Lys Val Leu Ser Arg Arg Gly Val Gly Ala Gly Leu Glu Ala Ala Glu 
20 25 30 

Arg Glu Ser Phe Glu Arg Thr Gin Thr Val Ser lie Asn Lys Ala lie 
35 40 45 

Asn Thr Gin Glu Val Ala Val Lys Glu Lys His Ala Arg Thr Cys He 
50 55 60 

Leu Gly Thr His His Glu Lys Gly Ala Gin Thr Phe Trp Ser Val Val 
65 70 75 80 

Asn Arg Leu Pro Leu Ser Ser Asn Ala Val Leu Cys Trp Lys Phe Cys 
85 90 95 

His Val Phe His Lys Leu Leu Arg Asp Gly His Pro Asn Val Leu Lys 
100 105 110 

Asp Ser Leu Arg Tyr Arg Asn Glu Leu Ser Asp Met Ser Arg Met Trp 
115 12 0 12 5 

Gly Tyr Leu Ser Glu Gly Tyr Gly Gin Leu Cys Ser He Tyr Leu Lys 
130 135 140 

Leu Leu Arg Thr Lys Met Glu Tyr His Thr Lys Asn Pro Arg Phe Pro 
145 150 155 160 

Gly Asn Leu Gin Met Ser Asp Arg Gin Leu Asp Glu Ala Gly Glu Ser 
165 170 175 

Asp Val Asn Asn Phe Ser Gin Leu Thr Val Glu Met Phe Asp Tyr Leu 
180 185 190 

Glu Cys Glu Leu Asn Leu Phe Gin Thr Val Phe Asn Ser Leu Asp Met 
195 200 205 

Ser Arg Ser Val Ser Val Thr Ala Ala Gly Gin Cys Arg Leu Ala Pro 
210 215 220 

Leu He Gin Val He Leu Asp Cys Ser His Leu Tyr Asp Tyr Thr Val 
225 230 235 240 

Lys Leu Leu Phe Lys Leu His Ser Cys Leu Pro Ala Asp Thr Leu Gin 
245 250 255 

Gly His Arg Asp Arg Phe Met Glu Gin Phe Thr Lys Leu Lys Asp Leu 
260 265 270 

Phe Tyr Arg Ser Ser Asn Leu Gin Tyr Phe Lys Arg Leu He Gin He 
275 280 285 

Pro Gin Leu Pro Glu Asn Pro Pro Asn Phe Leu Arg Ala Ser Ala Leu 
290 295 300 
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Ser Glu His lie Ser Pro Val Val Val lie Pro Ala Glu Ala Ser Ser 
305 310 315 320 



Pro Asp Ser Glu Pro 
325 

Ala Ser Gin Gin Asn 
340 

Ser Ser Phe Ser Ser 
355 

Asn Lys Asp Glu Lys 
370 

Ser Gly Leu Lys Ala 

385 

Val Val Leu Gin Leu 
405 

Ala Glu Gin Gin His 
420 

Leu Arg Ala Glu Leu 
435 

Lys Ala Gin Arg Ser 
450 

Glu Gin Arg Tyr Ser 
465 

Asn His Ala Asp Leu 
485 

Ser Met Ala Arg Gin 
500 

Leu Glu Asp Ser Leu 
515 

Gin Glu Gin Leu Glu 
530 

Ser Gin Arg Glu Leu 
545 

Gin Ser Glu Ala Asn 
565 

Arg Asp Ser Leu Val 
580 

Ala Leu Arg Lys Glu 
595 



Val Leu Glu Lys Asp Asp 
330 

Leu Phe Asp Asn Lys Phe 
345 

Asp Pro Phe Asn Phe Asn 
360 

Asp His Leu lie Glu Arg 
375 

Gin Leu Glu Asn Met Lys 
390 395 

Lys Gly His Val Ser Glu 

410 

Leu Arg Gin Gin Ala Ala 
425 

Asp Glu Leu Arg Arg Gin 
440 

Leu Ser Glu lie Glu Arg 
455 

Lys Leu Lys Glu Lys Tyr 
470 475 

Leu Arg Lys Asn Ala Glu 
490 

Ala Gin Val Asp Leu Glu 
505 

Glu Arg lie Ser Asp Gin 
520 

Val Leu Glu Ser Leu Lys 
535 

Gin Val Leu Gin Gly Ser 
550 555 

Trp Ala Ala Glu Phe Ala 
570 

Ser Gly Ala Ala His Arg 
585 

Leu Gin Asp Thr Gin Leu 
600 



Leu Met Asp Met Asp 
335 

Asp Asp lie Phe Gly 
350 

Ser Gin Asn Gly Val 
365 

Leu Tyr Arg Glu lie 
380 

Thr Glu Ser Gin Arg 
400 

Leu Glu Ala Asp Leu 
415 

Asp Asp Cys Glu Phe 
430 

Arg Glu Asp Thr Glu 
445 

Lys Ala Gin Ala Asn 
460 

Ser Glu Leu Val Gin 
480 

Val Thr Lys Gin Val 
495 

Arg Glu Lys Lys Glu 
510 

Gly Gin Arg Lys Thr 
525 

Gin Glu Leu Ala Thr 
540 

Leu Glu Thr Ser Ala 
560 

Glu Leu Glu Lys Glu 
575 

Glu Glu Glu Leu Ser 
590 

Lys Leu Ala Ser Thr 
605 
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Glu Glu Ser Met Cys Gin Leu Ala Lys Asp Gin Arg Lys Met Leu Leu 
610 615 620 



Val Gly Ser Arg Lys Ala Ala Glu Gin Val He Gin Asp Ala Leu Asn 
625 630 635 640 

Gin Leu Glu Glu Pro Pro Leu He Ser Cys Ala Gly Ser Ala Asp His 
645 650 655 

Leu Leu Ser Thr Val Thr Ser He Ser Ser Cys He Glu Gin Leu Glu 
660 665 670 

Lys Ser Trp Ser Gin Tyr Leu Ala Cys Pro Glu Asp He Ser Gly Leu 
675 680 685 

Leu His Ser He Thr Leu Leu Ala His Leu Thr Ser Asp Ala He Ala 
690 695 700 

His Gly Ala Thr Thr Cys Leu Arg Ala Pro Pro Glu Pro Ala Asp Ser 
705 710 715 720 

Leu Thr Glu Ala Cys Lys Gin Tyr Gly Arg Glu Thr Leu Ala Tyr Leu 
725 730 735 

Ala Ser Leu Glu Glu Glu Gly Ser Leu Glu Asn Ala Asp Ser Thr Ala 
740 745 750 

Met Arg Asn Cys Leu Ser Lys He Lys Ala He Gly Glu Glu Leu Leu 
755 760 765 

Pro Arg Gly Leu Asp He Lys Gin Glu Glu Leu Gly Asp Leu Val Asp 
770 775 780 

Lys Glu Met Ala Ala Thr Ser Ala Ala He Glu Thr Ala Thr Ala Arg 
785 790 795 800 

He Glu Glu Met Leu Ser Lys Ser Arg Ala Gly Asp Thr Gly Val Lys 
805 810 815 

Leu Glu Val Asn Glu Arg He Leu Gly Cys Cys Thr Ser Leu Met Gin 
820 825 830 

Ala He Gin Val Leu He Val Ala Ser Lys Asp Leu Gin Arg Glu He 
835 840 845 

Val Glu Ser Gly Arg Gly Thr Ala Ser Pro Lys Glu Phe Tyr Ala Lys 
850 855 860 

Asn Ser Arg Trp Thr Glu Gly Leu He Ser Ala Ser Lys Ala Val Gly 
865 870 875 880 

Trp Gly Ala Thr Val Met Val Asp Ala Ala Asp Leu Val Val Gin Gly 
885 890 895 

Arg Gly Lys Phe Glu Glu Leu Met Val Cys Ser His Glu He Ala Ala 
900 905 910 
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Ser Thr Ala Gin Leu Val Ala Ala Ser Lys Val Lys Ala Asp Lys Asp 
915 920 925 



Ser Pro Asn Leu Ala Gin Leu Gin Gin Ala Ser Arg Gly Val Asn Gin 
930 935 940 

Ala Thr Ala Gly Val Val Ala Ser Thr He Ser Gly Lys Ser Gin He 
945 950 955 960 

Glu Glu Thr Asp Asn Met Asp Phe Ser Ser Met Thr Leu Thr Gin He 
965 970 975 

Lys Arg Gin Glu Met Asp Ser Gin Val Arg Val Leu Glu Leu Glu Asn 
980 985 990 

Glu Leu Gin Lys Glu Arg Gin Lys Leu Gly Glu Leu Arg Lys Lys His 
995 1000 1005 

Tyr Glu Leu Ala Gly Val Ala Glu Gly Trp Glu Glu Gly Thr Glu 
1010 1015 1020 

Ala Ser Pro Pro Thr Leu Gin Glu Val Val Thr Glu Lys Glu Ser 
1025 1030 1035 

Gin Thr Asn Thr Pro Tyr Val Ser Val Asn Pro Cys Tyr Leu Ser 
1040 1045 1050 

Arg Val Cys Tyr Phe Pro Ser His Arg Pro Asn Pro Trp Ser Pro 
1055 1060 1065 

Arg Gly Ser His Thr Thr Ala He Thr Gin Cys Arg Gly His Ala 
1070 1075 1080 

His Phe Gin Arg Leu Pro Pro Arg His Pro Phe Cys Leu Asp Pro 
1085 1090 1095 

Trp He Ser Thr Ala Ser Tyr Gly Gly Trp Leu Gly Phe Leu Val 
1100 1105 1110 

Leu Phe Phe Phe Phe Lys Phe His Ser His Ser Gin Leu Ser Gin 
1115 1120 1125 

Arg Ala His Pro Trp Gly Val Ser Arg Ala Pro Gin Leu Trp Leu 
1130 1135 1140 

Gin Arg Trp Cys Cys Pro Gly Leu Ser Val Leu His Leu Arg Leu 
1145 1150 1155 

His Thr Asp Gin Val Leu Ala His Pro Val His Ala Pro Gly Ser 
1160 1165 1170 

Gly Gly Ala Ala Glu Gin Leu Ser Ser Lys Ser Arg Arg Arg Val 
1175 1180 1185 

Ser Ala Phe Pro Ser Ser He Pro Ala Glu Ser Leu Cys Pro Pro 
1190 1195 1200 
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Leu Gin Gly Arg Arg Gin Gin Lys Glu Gly Gin Glu Gly Ser His 
1205 1210 1215 



Ser Pro Val Pro Val Thr Arg Leu Lys Asn Leu lie Thr Cys Leu 
1220 1225 1230 

Asn Gly Ala Gly Glu lie Asn Asn Thr Thr Ser Leu Pro Glu Thr 
1235 1240 1245 

Val Arg Glu Trp Ser Leu Ser Ser Gly Pro Ser Pro Leu Ala Gin 
1250 1255 1260 

Arg Arg Ser Val Gly Val lie Pro Asn Ser Phe Leu Gin Thr Ser 
1265 1270 1275 

Ala Leu Ala Ser Ser lie Gly Arg Ser Phe His Leu Leu Arg Asn 
1280 1285 1290 

Gin Thr Arg Lys lie Arg Cys Asn Cys Ser His Gin Gly Arg Thr 
1295 1300 1305 

Leu Tyr Leu Val Cys Tyr Pro Tyr Leu Leu Leu Thr Ser Leu Lys 
1310 1315 1320 

Gin Gin Gin Pro Thr Lys Arg Cys Leu Glu Gin Ser Glu Leu Gin 
1325 1330 1335 

Val Leu Gin Ser Ser Ser Phe Cys Pro Ala Thr Ser Ala Phe Lys 
1340 1345 1350 

Asn Gin Lys Lys Gly Gin Gly Ala Gly Leu Leu Leu Thr Trp lie 
1355 1360 1365 

Pro Lys Gin Gly Asp His Leu Glu Leu Leu Gly Gin Arg Lys Glu 
1370 1375 1380 

Arg Thr Glu Pro Ala Ala Pro Thr Pro Phe Ser His Met Pro Gin 
1385 1390 1395 

Ala Leu Ala Ala Leu Trp Thr Gly Gly Gin Arg Ala His Glu Gin 
1400 1405 1410 

Leu Ala Arg Asp Gly Gin Pro Asn Ser Thr Phe Pro Leu Leu Asp 
1415 1420 1425 

Gly Pro Gin His Leu Ser Asp Leu Leu lie Leu Gly Lys Gin Arg 
1430 1435 1440 

Leu Pro Ser Leu Ser lie Ala Thr His Trp Trp Pro Ser Ser Thr 
1445 1450 1455 

Ser Glu Phe Leu Gin Pro Gly Arg Pro Leu Glu His Ala Xaa Glu 
1460 1465 1470 

Gly Pro 
1475 
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<210> 3 

<211> 3911 

<212> DNA 

<213> Homo sapiens 

<400> 3 



10 



15 



20 



25 



30 



35 



40 



45 



50 
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gttaacagtg 


gagatgtttg 


actacctgga 


gtgtgaactc 


aacctcttcc 


aaacagtatt 


60 


caactccctg 


gacatgtccc 


gctctgtgtc 


cgtgacggca 


gcagggcagt 


gccgcctcgc 


12 0 


cccgctgatc 


caggtcatct 


tggactgcag 


ccacctttat 


gactacactg 


tcaagcttct 


180 


cttcaaactc 


cactcctgcc 


tcccagctga 


caccctgcaa 


ggccaccggg 


accgcttcat 


24 0 


ggagcagttt 


acaaagttga 


aagatctgtt 


ctaccgctcc 


agcaacctgc 


agtacttcaa 


300 


gcggctcatt 


cagatccccc 


agctgcctga 


gaacccaccc 


aacttcctgc 


gagcctcagc 


3 60 


cctgtcagaa 


catatcagcc 


ctgtggtggt 


gatccctgca 


gaggcctcat 


cccccgacag 


42 0 


cgagccagtc 


ctagagaagg 


atgacctcat 


ggacatggat 


gcctctcagc 


agaatttatt 


480 


tgacaacaag 


tttgatgaca 


tctttggcag 


ttcattcagc 


agtgatccct 


tcaatttcaa 


54 0 


cagtcaaaat 


ggtgtgaaca 


aggatgagaa 


ggaccactta 


attgagcgac 


tatacagaga 


600 


gatcagtgga 


ttgaaggcac 


agctagaaaa 


catgaagact 


gagagccagc 


gggttgtgct 


660 


gcagctgaag 


ggccacgtca 


gcgagctgga 


agcagatctg 


gccgagcagc 


agcacctgcg 


72 0 


gcagcaggcg 


gccgacgact 


gtgaattcct 


gcgggcagaa 


ctggacgagc 


tcaggaggca 


780 


gcgggaggac 


accgagaagg 


ctcagcggag 


cctgtctgag 


atagaaagga 


aagctcaagc 


34 0 


caatgaacag 


cgatatagca 


agctaaagga 


gaagtacagc 


gagctggttc 


agaaccacgc 


900 


tgacctgctg 


cggaagaatg 


cagaggtgac 


caaacaggtg 


tccatggcca 


gacaagccca 


960 


ggtagatttg 


gaacgagaga 


aaaaagagct 


ggaggattcg 


ttggagcgca 


tcagtgacca 


1020 


gggccagcgg 


aagactcaag 


aacagctgga 


agttctagag 


agcttgaagc 


aggaacttgc 


1080 


cacaagccaa 


cgggagcttc 


aggttctgca 


aggcagcctg 


gaaacttctg 


cccagtcaga 


1140 


agcaaactgg 


gcagccgagt 


tcgccgagct 


agagaaggag 


cgggacagcc 


tggtgagtgg 


1200 


cgcagctcat 


agggaggagg 


aattatctgc 


tcttcggaaa 


gaactgcagg 


acactcagct 


1260 


caaactggcc 


agcacagagg 


aatctatgtg 


ccagcttgcc 


aaagaccaac 


gaaaaatgct 


1320 


tctggtgggg 


tccaggaagg 


ctgcggagca 


ggtgatacaa 


gacgccctga 


accagcttga 


1380 


agaacctcct 


ctcatcagct 


gcgctgggtc 


tgcagatcac 


ctcctctcca 


cggtcacatc 


1440 


catttccagc 


tgcatcgagc 


aactggagaa 


aagctggagc 


cagtatctgg 


cctgcccaga 


1500 


agacatcagt 


ggacttctcc 


attccataac 


cctgctggcc 


cacttgacca 


gcgacgccat 


1560 
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ugc LCaL.ggL- 


/— t 4— 

gCCdCCaCCt 


y uu LLdydyu 




5 


ggcctgtaag 


cagtat ggca 


y y gdddccc U 




aagcc u ugag 




y uctucty uuct u 






cggcgaggag 


ctcctgccca 


ggggactgga 




10 


ggacaaggag 




/~t 4- 4- /~i 3 /-r f- /^f 
u u uucty u. Ly l 






gacgcucagc 


aaaucccgag 


caggagacac 




15 


ccttggttgc 


tgtaccagcc 


tcatgcaagc 






cctccagaga 


gagattgtgg 


agagcggcag 






caagaactct 


cgatggacag 


aaggacttat 




on 
zu 


cactgtcatg 


gtggatgcag 


ctgatctggt 


0 




aatggtgtgt 


tctcatgaaa 


ttgctgctag 




25 


gaaagctgat 


aaggacagc c 


ccaacctagc 






ccaggccact 


gccggcgttg 


tggcctcaac 






agacaacatg 


gacttctcaa 


gcatgacgct 




jU 


tcaggttagg 


gtgctagagc 


uagaaaauga 


ill 




gcttcggaaa 


aagcactacg 


agctfcgctgg 


R.; :; 


35 


ggcatctcca 


cctacactgc 


aagaagtggt 






cccatatgtc 


agtgtaaatc 


cutgt fcacct 






gccaaatcct 


tggagtccca 


ggggcagcca 




/in 


tgcatgacac 


ttccaaagac 


tccctccata 






ttccactgct 


tcttatggtg 


gttggttggg 




45 


tcactcacat 


agccaactct 


cccaaagggc 






ccaactgtgg 


tagctccagc 


gatggtgctg 






ccacactgac 


caagtgctgg 


cccacccagt 




50 


gtgacagctt 


tcctcaaaaa 


gcagaaggag 






cccggcggaa 


agcctctgtc 


cgcctttaca 




55 


gggttcacac 


agcccagttc 


ccgtgacgag 






agctggtgag 


atcaacaaca 


ctacttccct 



cccacctgag 


cctgccgact 


cactgaccga 


1620 


^/MOV^ 1 — O- V_- w v_ y 


cipcfccccfcacr 

^•H V->« ^ 


acraaacracTCTa 


1680 


eraercraacfccrc 


ctgagcaaga 


teaaggecat 


1740 


pa1~paacfpacr 


y a yy a y^ L yy 


acrcTacctQCTtz. 
yy y av "^ u yy L - 


1800 


tattaaaact 


gccacggcca 


gaatagagga 


1860 


aercracrt" raaa 

Cty y Zj U-WWi 


ttaaaaataa 


a tgaaaggat 


1920 


1~ a i~ +* c a cr cr "h cr 


p t* c a t c cr fc crcr 


cctctaagga 


1980 


y y y Ldudycd 


llu^^ uciciciy 


a cr1" 1 - 1~ 1~ a t" ctp 

cty uuuuctuyv-. 


2 04 0 


LLL cty wULLL 


aayyv* uy Lyy 


cr p t* cf cr era a cr c 
y c uyyyy cty u 


2 LOO 


yy uctu-ctciyyu 


a y 


1" t* cracrcracTPt" 
u >*y a y y v-. 


2 L60 


uctu cty u u. ucxy 


r*i~ "t - crt~ nrrr 1 i~ a 
uu uy uyy u >— y 


pat* ppaacrcrt 
v— < o. y y 


22 2 0 


vudyv- uy ucty 


y y uu uu> 


cr crcr era cri~ era a 

yyy y ^y *-y cia - 


22 80 


u ct u u Lk^^yy u 


CtCLd UUdUCtyQ. 


1 - per a acracrac 


234 0 


y ct u ci u cty ct u u. 


a a 3 pappa acr 


a era t~ crcra 1 1 c 


24 00 


a'h'hcrcacraacr 
ci u Ly^« cxycicty 


y ciy v^y u vwcia 


a a pt*ercrcraaa 


2460 


4-^4-4-/-"T/-i4-,^j--ai^f 

L.yi_L.y^L.yciy 


y y u uy y y cica.y 


a a crcra a p a era 

ct cty y cica. u cxy ct 


252 0 


a.civ^L.y cta.cia.ct 


y eta. u cty cty u u 


o.CtCT.UUClCl.U'ClU 


258 0 


-3+-/->'t~r i rT"t~rT't~rT 


t-crM-a1- 1 tec 
uy u u ct u u u u v— 


v_ cxy d\_ ca v-j 


2 64 0 


/~ia/-i/^io/~'4-/-T/^f-i 
L.clv_.L.clv_. LyLL 


ct u u ctu-u. ucty u 


err* ccra crcra c a 
yuuyctyyctuct 


2 700 


y v_y civ_cn_\_ o u 


u u u uy u u Lyy 


etu-uuetuyyo-u 


2 760 


■h-h't-i- , h+-rrrT-|--|- 
LLtLLLgyCL 


uuyuuLuuuu 


t* ffhha apt" t* 
u u u u uctcty u u 


9 R? 0 


d\_ct^u.v_v_ uy y 


yy ^ c-ycty l-u u 


u u ciy llll 


2 880 


COUdyy v_-v_ LL 


uuy y uy llll 


at*pt"pprrppt" 
ct u u uu uy u u u 


2 94 0 


ppa trfpt" ppa 
OLdtyLLLLa 


yyy ucayycy 


pa ppt~crp1~cra 
y cty u u y u uy ex 


3 000 


agtgagtgcc 


tttccctcct 


aaagctgaat 


3060 


agggagaaga 


caacagaaag 


agggacaaga 


3120 


gctcaaaaac 


ttgatcacat 


gcttgaatgg 


3180 


gccggaatga 


actgtccgtg 


aatggtctct 


3240 
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gtcaagcggg ccgtctccct tggcccagag acggagtgtg ggagtgattc ccaactcctt 33 00 

tctgcagacg tctgccttgg catcctcttg aataggaaga tcgttccacc ttctacgcaa 3360 

ttgacaaacc cggaagatca gatgcaattg ctcccatcag ggaagaaccc tatacttggt 3420 

ttgctaccct tagtatttat tactaacctc ccttaagcag caacagccta caaagagatg 3480 

cttggagcaa tcagaacttc aggtgtgact ctagcaaagc tcatctttct gcccggctac 354 0 

atcagccttc aagaatcaga agaaaggcca aggtgctgga ctgttactga cttggatccc 3600 

aaagcaagga gatcatttgg agctcttggg tcagagaaaa tgagaaagga cagagccagc 3 66 0 

15 ggctccaact cctttcagcc acatgcccca ggctctcgct gccctgtgga caggatgagg 3720 

acagagggca catgaacagc ttgccaggga tgggcagccc aacagcactt ttcctcttct 3780 

agatggaccc cagcatttaa gtgaccttct gatcttggga aaacagcgtc ttccttcttt 3 340 

1 j, 20 

atctatagca actcattggt ggtagccatc aagcacttcg gaattcctgc agcccgggcg 3 90 0 

:S gccgctcgag c 3 911 

M 

2 25 

P <210> 4 

45 <211> 1283 

H <212> PRT 

E : <213> Homo sapiens 

H 30 

jf] <400> 4 

]:f Met Phe Asp Tyr Leu Glu Cys Glu Leu Asn Leu Phe Gin Thr Val Phe 

!£: i s io is 



35 



50 



Asn Ser Leu Asp Met Ser Arg Ser Val Ser Val Thr Ala Ala Gly Gin 
20 25 30 



Cys Arg Leu Ala Pro Leu lie Gin Val lie Leu Asp Cys Ser His Leu 
40 35 40 45 

Tyr Asp Tyr Thr Val Lys Leu Leu Phe Lys Leu His Ser Cys Leu Pro 
50 55 60 

45 Ala Asp Thr Leu Gin Gly His Arg Asp Arg Phe Met Glu Gin Phe Thr 
65 70 75 80 



Lys Leu Lys Asp Leu Phe Tyr Arg Ser Ser Asn Leu Gin Tyr Phe Lys 
85 90 95 

Arg Leu lie Gin lie Pro Gin Leu Pro Glu Asn Pro Pro Asn Phe Leu 
100 105 110 



Arg Ala Ser Ala Leu Ser Glu His lie Ser Pro Val Val Val He Pro 
55 ~ 115 120 125 

Ala Glu Ala Ser Ser Pro Asp Ser Glu Pro Val Leu Glu Lys Asp Asp 

85 



130 135 140 

Leu Met Asp Met Asp Ala Ser Gin Gin Asn Leu Phe Asp Asn Lys Phe 
145 150 155 160 

Asp Asp lie Phe Gly Ser Ser Phe Ser Ser Asp Pro Phe Asn Phe Asn 
165 170 175 

Ser Gin Asn Gly Val Asn Lys Asp Glu Lys Asp His Leu lie Glu Arg 
180 185 190 

Leu Tyr Arg Glu lie Ser Gly Leu Lys Ala Gin Leu Glu Asn Met Lys 
195 200 205 

Thr Glu Ser Gin Arg Val Val Leu Gin Leu Lys Gly His Val Ser Glu 
210 215 220 

Leu Glu Ala Asp Leu Ala Glu Gin Gin His Leu Arg Gin Gin Ala Ala 
225 230 235 240 

Asp Asp Cys Glu Phe Leu Arg Ala Glu Leu Asp Glu Leu Arg Arg Gin 
245 250 255 

Arg Glu Asp Thr Glu Lys Ala Gin Arg Ser Leu Ser Glu lie Glu Arg 
260 265 270 

Lys Ala Gin Ala Asn Glu Gin Arg Tyr Ser Lys Leu Lys Glu Lys Tyr 
275 280 285 

Ser Glu Leu Val Gin Asn His Ala Asp Leu Leu Arg Lys Asn Ala Glu 
290 295 300 

Val Thr Lys Gin Val Ser Met Ala Arg Gin Ala Gin Val Asp Leu Glu 
305 310 315 320 

Arg Glu Lys Lys Glu Leu Glu Asp Ser Leu Glu Arg lie Ser Asp Gin 
325 330 335 

Gly Gin Arg Lys Thr Gin Glu Gin Leu Glu Val Leu Glu Ser Leu Lys 
340 345 350 

Gin Glu Leu Ala Thr Ser Gin Arg Glu Leu Gin Val Leu Gin Gly Ser 
355 360 365 

Leu Glu Thr Ser Ala Gin Ser Glu Ala Asn Trp Ala Ala Glu Phe Ala 
370 375 380 

Glu Leu Glu Lys Glu Arg Asp Ser Leu Val Ser Gly Ala Ala His Arg 
385 390 395 400 

Glu Glu Glu Leu Ser Ala Leu Arg Lys Glu Leu Gin Asp Thr Gin Leu 
405 410 415 

Lys Leu Ala Ser Thr Glu Glu Ser Met Cys Gin Leu Ala Lys Asp Gin 
420 425 430 

Arg Lys Met Leu Leu Val Gly Ser Arg Lys Ala Ala Glu Gin Val lie 
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435 



440 



445 



Gin Asp Ala Leu Asn Gin Leu Glu Glu Pro Pro Leu lie Ser Cys Ala 
450 455 460 

Gly Ser Ala Asp His Leu Leu Ser Thr Val Thr Ser lie Ser Ser Cys 
465 470 475 480 

lie Glu Gin Leu Glu Lys Ser Trp Ser Gin Tyr Leu Ala Cys Pro Glu 
485 490 495 

Asp lie Ser Gly Leu Leu His Ser lie Thr Leu Leu Ala His Leu Thr 
500 505 510 

Ser Asp Ala lie Ala His Gly Ala Thr Thr Cys Leu Arg Ala Pro Pro 
515 520 525 

Glu Pro Ala Asp Ser Leu Thr Glu Ala Cys Lys Gin Tyr Gly Arg Glu 
530 535 540 

Thr Leu Ala Tyr Leu Ala Ser Leu Glu Glu Glu Gly Ser Leu Glu Asn 
545 550 555 560 

Ala Asp Ser Thr Ala Met Arg Asn Cys Leu Ser Lys lie Lys Ala lie 
565 570 575 

Gly Glu Glu Leu Leu Pro Arg Gly Leu Asp lie Lys Gin Glu Glu Leu 
580 585 590 

Gly Asp Leu Val Asp Lys Glu Met Ala Ala Thr Ser Ala Ala lie Glu 
595 600 605 

Thr Ala Thr Ala Arg lie Glu Glu Met Leu Ser Lys Ser Arg Ala Gly 
610 615 620 

Asp Thr Gly Val Lys Leu Glu Val Asn Glu Arg lie Leu Gly Cys Cys 
625 630 635 640 

Thr Ser Leu Met Gin Ala lie Gin Val Leu lie Val Ala Ser Lys Asp 
645 650 655 

Leu Gin Arg Glu lie Val Glu Ser Gly Arg Gly Thr Ala Ser Pro Lys 
660 665 670 

Glu Phe Tyr Ala Lys Asn Ser Arg Trp Thr Glu Gly Leu lie Ser Ala 
675 680 685 

Ser Lys Ala Val Gly Trp Gly Ala Thr Val Met Val Asp Ala Ala Asp 
690 695 700 

Leu Val Val Gin Gly Arg Gly Lys Phe Glu Glu Leu Met Val Cys Ser 
705 710 715 720 

His Glu lie Ala Ala Ser Thr Ala Gin Leu Val Ala Ala Ser Lys Val 
725 730 735 

Lys Ala Asp Lys Asp Ser Pro Asn Leu Ala Gin Leu Gin Gin Ala Ser 
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740 



745 



750 



Arg Gly Val Asn Gin Ala Thr Ala Gly Val Val Ala Ser Thr He Ser 
755 760 765 

Gly Lys Ser Gin He Glu Glu Thr Asp Asn Met Asp Phe Ser Ser Met 
770 775 780 

Thr Leu Thr Gin He Lys Arg Gin Glu Met Asp Ser Gin Val Arg Val 
785 790 795 800 

Leu Glu Leu Glu Asn Glu Leu Gin Lys Glu Arg Gin Lys Leu Gly Glu 
805 810 815 

Leu Arg Lys Lys His Tyr Glu Leu Ala Gly Val Ala Glu Gly Trp Glu 
820 825 830 

Glu Gly Thr Glu Ala Ser Pro Pro Thr Leu Gin Glu Val Val Thr Glu 
835 840 845 

Lys Glu Ser Gin Thr Asn Thr Pro Tyr Val Ser Val Asn Pro Cys Tyr 
850 855 860 

Leu Ser Arg Val Cys Tyr Phe Pro Ser His Arg Pro Asn Pro Trp Ser 
865 870 875 880 

Pro Arg Gly Ser His Thr Thr Ala He Thr Gin Cys Arg Gly His Ala 
885 890 895 

His Phe Gin Arg Leu Pro Pro Arg His Pro Phe Cys Leu Asp Pro Trp 
900 905 910 

He Ser Thr Ala Ser Tyr Gly Gly Trp Leu Gly Phe Leu Val Leu Phe 
915 920 925 

Phe Phe Phe Lys Phe His Ser His Ser Gin Leu Ser Gin Arg Ala His 
930 935 940 

Pro Trp Gly Val Ser Arg Ala Pro Gin Leu Trp Leu Gin Arg Trp Cys 
945 950 955 960 

Cys Pro Gly Leu Ser Val Leu His Leu Arg Leu His Thr Asp Gin Val 
965 970 975 

Leu Ala His Pro Val His Ala Pro Gly Ser Gly Gly Ala Ala Glu Gin 
980 985 990 

Leu Ser Ser Lys Ser Arg Arg Arg Val Ser Ala Phe Pro Ser Ser He 
995 1000 1005 

Pro Ala Glu Ser Leu Cys Pro Pro Leu Gin Gly Arg Arg Gin Gin 
1010 1015 1020 

Lys Glu Gly Gin Glu Gly Ser His Ser Pro Val Pro Val Thr Arg 
1025 1030 1035 

Leu Lys Asn Leu He Thr Cys Leu Asn Gly Ala Gly Glu He Asn 
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1040 



1045 



1050 



Asn Thr Thr Ser Leu Pro Glu Thr Val Arg Glu Trp Ser Leu Ser 
1055 1060 1065 

Ser Gly Pro Ser Pro Leu Ala Gin Arg Arg Ser Val Gly Val lie 
1070 1075 1080 

Pro Asn Ser Phe Leu Gin Thr Ser Ala Leu Ala Ser Ser lie Gly 
1085 1090 1095 

Arg Ser Phe His Leu Leu Arg Asn Gin Thr Arg Lys lie Arg Cys 
1100 1105 1110 

Asn Cys Ser His Gin Gly Arg Thr Leu Tyr Leu Val Cys Tyr Pro 
1115 1120 1125 

Tyr Leu Leu Leu Thr Ser Leu Lys Gin Gin Gin Pro Thr Lys Arg 

1130 1135 1140 

Cys Leu Glu Gin Ser Glu Leu Gin Val Leu Gin Ser Ser Ser Phe 
1145 1150 1155 

Cys Pro Ala Thr Ser Ala Phe Lys Asn Gin Lys Lys Gly Gin Gly 
1160 1165 1170 

Ala Gly Leu Leu Leu Thr Trp lie Pro Lys Gin Gly Asp His Leu 
1175 1180 1185 

Glu Leu Leu Gly Gin Arg Lys Glu Arg Thr Glu Pro Ala Ala Pro 
1190 1195 1200 

Thr Pro Phe Ser His Met Pro Gin Ala Leu Ala Ala Leu Trp Thr 
1205 1210 1215 

Gly Gly Gin Arg Ala His Glu Gin Leu Ala Arg Asp Gly Gin Pro 
1220 1225 1230 

Asn Ser Thr Phe Pro Leu Leu Asp Gly Pro Gin His Leu Ser Asp 
1235 1240 1245 

Leu Leu lie Leu Gly Lys Gin Arg Leu Pro Ser Leu Ser lie Ala 
1250 1255 1260 

Thr His Trp Trp Pro Ser Ser Thr Ser Glu Phe Leu Gin Pro Gly 
1265 1270 1275 

Arg Pro Leu Glu His 
1280 

<210> 5 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 5 

gctgtaaagg aaaaacacgc c 
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<210> 6 

<211> 404 

<212> DNA 

<213> Homo sapiens 

<400> 6 

gggccgagcc agcggagggg ctcctgaagg 
aggggcgggg tctctggaag actggcagaa 
cgttagcgcc ggatccccgc gggtagggcg 
agccgagggc ccctgactcg gctcctcgcg 
agcaggtgcc caacccactg cccaaggtgc 
aggcggcgga gcgcgagagc ttcgagcgga 
ccattaatac gcaggaaagt ggctgtaaag 



ggcgggggcg ggcggggaag ccgttcggcg 
ctcacagcca atggcaggcg ggagccgtcc 
gggcgggcgg cgccgtgggg atcccggggc 
gcgacatgga tcggatggcc agctccatga 
tgagccggcg cggggtcggc gctgggctgg 
ctcaggttca gactgtcagc atcaataagg 
gaaaaacatg ccag 
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